
                                                           DAE-E rule tiles
                         VE-00                                                                UE-11

      1>CCATTCGG ACGTTT GCGGTAA   AG ATTAGG ACATTGAA>1                     1>CGTTAAGG ACGACG CAATTCT   CA CATCGG ACGAGTAG>1     
 2<ATGGAGGTAAGCC TGCAAA CGCCATT<3<TC TAATCC TGTAACTTGACCA<4    00     2<ATGGAGCAATTCC TGCTGC GTTAAGA<3<GT GTAGCC TGCTCATCGACCA<4    00
                                                               00                                                                   11
 2>CTGGTTCCGAGCA GGCGAG TGTGATA   CG ACTACA GGCGTTCATACCT>4           2>GTCTGTGGTTTCA GGTTGC TAGGTCT   CG CTATCA GGATCTATAATGC>4
      5<AGGCTCGT CCGCTC ACACTAT   GC TGATGT CCGCAAGT<5                     5<ACCAAAGT CCAACG ATCCAGA   GC GATAGT CCTAGATA<5     

        (strands VE1, VE2_EE00, VE3, VE4_EE00, VE5)                        (strands UE1, UE2_EE11, UE3, UE4_EE11, UE5) 

             T                                                                    T              
            T CGCTGAGCTT                RE-01                                    T GGTAAGTATT                SE-10
            T GCGACTCG                                                           T CCATTCAT    
             T                                                                    T            
                                                                                               
      1>CGTATTGG ACATTT CCGTAGA   CC GACTGG ACATCTTC>1                     1>CTCAGTGG ACAGCC GTTCTGG   AG CGTTGG ACGAAACT>1               
 2<TTACGGCATAACC TGTAAA GGCATCT<3<GG CTGACC TGTAGAAGCAGAC<4    11     2<TTACGGAGTCACC TGTCGG CAAGACC<3<TC GCAACC TGCTTTGACAGAC<4    11    
                                                               01                                                                   10    
 2>CTGGTCCTTCACA GGCAGA ATCAATC   AT AAGACA GGTAGTGGAATGC>4           2>GTCTGGTAGAGCA GGCTAA ACAGTAA   CC GAAGCA GGTCATCGTACCT>4          
      5<GGAAGTGT CCGTCT TAGTTAG   TA TTCTGT CCATCACC<5                     5<CATCTCGT CCGATT TGTCATT   GG CTTCGT CCAGTAGC<5               
                                                                                                                       
                                              T                                                                    T   
                                      CTTGCGAC T                                                           ATGTCGGC T  
                                    TTGAACGCTG T                                                         TTTACAGCCG T  
                                              T                                                                    T   

         (strands RE1J, RE2_EE01, RE3, RE4, RE5J)                           (strands SE1J, SE2, SE3, SE4_EE10, SE5J)

                                                    DAE-E R-type nucleating complexes

                                                NRE

                     1>ATGCCAGG ACGTTCGCAGCAG   TCAACAGG ACGATCAA>1
                2<ATGGATACGGTCC TGCAAGCGTCGTC<3<AGTTGTCC TGCTAGTTCAGAC<4
                                                                              |--->       CapNRERE            --->|
            2>TGGTT    AGTTTGGA GGAAGTGATGTAA   GATATGGA GGTAGGTG    GATTA>4  GATAGATGAGAGATTGAGTATAGTGTTGTTTGATAAG
 .............ACCAA    TCAAACCT CCTTCACTACATT   CTATACCT CCATCCAC    CTAAT    CTATCTACTCTCTAACTCATATCACAACAAACTATTC    ACCAA
  BridgeNUERE <---|    |<---                 NRE5           <---|    |<---                BridgeNRERE                  <---|

                                                NUE

                     1>CGAACTGG ACGAAGGCAAGCG   TGACAAGG ACCGTTAG>1
                2<ATGGAGCTTGACC TGCTTCCGTTCGC<3<ACTGTTCC TGGCAATCGACCA<4
                                                                              |--->       CapNUERE            --->|
            2>TGGTT    GATGGAGA GGATTTGAATGGT   AATGTAGA GGTTAAGA    GTAGG>4  AGTGAATAGAAATGAATTGTAAAGTTGTGAGGTGTTA
 .............ACCAA    CTACCTCT CCTAAACTTACCA   TTACATCT CCAATTCT    CATCC    TCACTTATCTTTACTTAACATTTCAACACTCCACAAT    ACCAA
  BridgeN*ERE <---|    |<---                 NUE5           <---|    |<---                BridgeNUERE                  <---|

Figure S5: DAE-E diagrams. Arrows point 5′ to 3′. Component subsequences of the nucleating strand are indicated.
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